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WHAT WE CLAIM IS : 

A DMA ooquono 



consisting of the DNA_insert ; of YG-pBR322(Pst)/HFIFl, 
G-pBR322(Pst)/HFIF3TG-pBR32 > (Ps/t)/HFIF-6 / G-pBR322 (Psyfc)/ 
HFIF7, DNA sequences which h rbridize to any of the foregoing 



DNA inserts and DNA sequence 
obtained, including natural, 
sources, related by mutation 
base substitutions, deletion 
to any of the foregoing DNA 

A DNA sequen 
said DNA sequence which hy 
selected from the group c 
G-pPLa-HFIF-67-12, G-pPLa 
DNA sequences which hybr} 
inserts, DNA sequences, /trom 
including natural, syn 
related by mutation, i 
substitutions , deleti 
any of the foregoing 
sequences comprising 
sion code for a pol 
or biological activ y 
expression of the 



> colbotod from tho group 




/from whatever sourc< 
sAnnthetic or semi-synthetic 

including single ox multiple, 
', insertions and inversions 

laim 1 wherein 
DNA insert is 
DNA inserts of 
G-pPLc-HFIF-67-8 , 
of the foregoing DNA 
r source obtained, 
L-synthetic sources, 
ngle or multiple, base 
tions and inversions to 
or inserts, and DNA 
s of co dons which on expres- 
i splaying similar immunological 
olypeptide coded for on 
ny of the foregoing DNA 



sequences and ins< 

A juufk seguende according to claim 1 or 2 
wherein said DNJyyGequence wHich hybridizes to said DNA 
insert is selected from the Igroup consisting of G-pPLa- 
HFIF-67-12A279T, G-pPLa-HFI J-67-12A218M1, G-pPLa-HFIF- 
67-12AM1, G-j^FLa-HFIF-67-12Jl9 BX-2, DNA sequences which 
hybridize %o yany of the forfgoing DNA sequences, DNA 
sequences', ftom whatever soiree obtained, including 
natural/ synthetic, or semilsynthetic sources, related by 
mutation, jfncludina sinale tr multiple, base substitutions, 
deletions,/ insertions and inversions, to any of the fore- 
going DNA/ sequences and DNAI sequences comprising sequences 
which on exoressifcn code for a polypeptide 
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similar in immuno 
polypeptide coded 
DNA sequences. 

:9 A 

claims 1 to 3 wh 
to said DNA ins 
DNA sequences w 
DNA sequences, trom 
synthetic, or 

including single or multip: 
insertions an 
and DNA se 
expression 
or biologica 
expression o 

to 4 charac 
consisting 
TCTCTCCTCC 
TACAACTTGC 
TGGCAATTG 



foing 



which 

lFIF-4, 
>NA sequence, 
including natural, 
by mutation, 
itions , deletions , 
ig DNA sequences 
codons which on 
ar in immunological 
de coded for on 
tence . 

irding to any one of claims 2 
selected the group 

'the formula: \ATGACCAAC^AG 

:ttctccactacagctctttccatgagc 



GCAGCAATgTTCAGTGTCAGAAGCTCCTG 
TGCCTCAAGfACAGGATGAACTTTGACATC 



cctgaggagafftaagcagctgcagmgttccagaaggaggacgccgcattgaccatc 
tatgagatgdtccagaacatct^^ta^ 

tggaatgagactattgttgagXacctcctggctaatgtctatcatcagataaaccat 
ctgaagac^tcctggaagaaaaactggagaaagaagatttcaccaggggaaaactc 

ATGAGCAGTCTGCACCXG?6vAAGAmTTATGGGAGGATTCTGCATTACCTGAAGGCC 
AAGGAGTACAGTCACTOTGCCTGGACCATAGTCAGAGTGGAAATCCTAAGGAACTTT 

tacttcaotaacaga^tacaggttaSec^ 

ggattcctacaaag^gcagcaatJttcagtgtcagaagctcctgtggcaattgaat 
gggaggctogaa^actgcctcaag^vcaggatgaactttgacatccctgaggagatt 
aagcagdtgcagcagttccaga^ggaggacgccgcattgaccatctatgagatgctc 
cagaacatc^ttgctattttca^I 

ATTGTXCAGAACCTCCTGGCTAATGTCTATCATCAGATAAACCATCTGAAGACAGTC 
CTGGAAi&AAAAACTGG AG AAAGAAc ATTTC AC C AGGGGAAAACTC ATG AG C AGTCTG 
CACCXC5AAAAGATATTATGGGAGGMTCTGCATTACCTGAAGGCCAAGGAGTACAGT 



cac: 



GCCTGGAC^ATAGTCAGAfeTGGAAATCCTAAGGAACTTTTACTTCATTAAC 



AGACTTACAGGTTAfcCTCCGAAACj jand derivatives thereof, said 
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fragments and derivative* coding for polypeptides displayij 



an immunological or biological activ 

(J). A recombinant DNA mojkcule characterizes 



ty of IFN-p 



'one of the precedi] 



molecule according 



by a DNA sequence accord^hg to any 
claims . 

\iy The recombinant D] 
claim 6, characterized in that s, 
operatively linked /to an expres/ion control sei 
^8^ Thjs recombinant 



lid DNA sequence 



>NA molecule a< 




claim _7, characterized in tha 
sequence is selected from 
system, a (p-lac^system, a 
promotor regions of phage 
coat protein, and other s 
expression of genes of 
and the^r viruses. 

^ The reco 



said expression 
the/ group consisting 



system, maior operator and 
te controx region of f d 



ehces whioh control the 
profcaryotic ot eukaryotic cells 



unai 



DNv 



claim 7 or 8 selected f 
HFIF-67-12, G-pPLa-HFIFA67-l 

\to) The rec 
claim 7 oV^8 characte 
the group consisting 
HFIF-67-12A218M1, 6-£PLa*-HFI 
12A19 BX-2. 

..9- 

recombinant DNA mo 



rom tl 



>mbinai 
E ized 



(of G/pP] 



molecule according to 
froup consisting of G-pPLa- 
9, and G-pPLa^HFIF-67-8 . 
: DNA molecule according to 
that it is selected from 
L-HFIF-67-12A279T, 6-pPLa- 
67-12AM1, and G-pPLa-HFIF-67- 




A h 



trans f< 



being Selected fr 
DNA molecules, a 
12> 

group cons is 
Bacillus s 



cule, sa: 
the grouj 
irding to 



bacilli, 
plant hq 



iSt! 



Irmed with at least one 
d recombinant DNA molecule 
consisting of recombinant 
y one of claims 6 to 10. 
host of claim 11 selected from the 
of strains of E. coli , Pseudomonas . 
s, Bacillus stearothermophilus , other 
other fungi, mouse or other animal or 



s a] 



human tissue .cells . 
.3^ / The transformed host according to claim 11 
or lZ^selecteTd from the grou* consisting of E . coli HB101 
(G-^BR322(Pst)/ HFIFI), E. cfcli HB101 (G-pBR322 (Pst )/HFIF3 ) , 
E. / coli HBIQI ( G-pBR322 ( Pst jfuFI F6 ) and E. coli HB101 
PDR322 (rgfc)/nPIF7). 
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^l'O T h e LLaibf tamed host aiiurdi/uj Lu ulaim 11 
or 12 selected from thfe group consisting of E.coli M£; ^ 
(G-pPLa-HFIF-67-12), g.coli K12AHI (G-pPLa/-HFI£**6 - 7^12 ) , 
E.coli M5219 (G-pPLa-HFIF-67-12A19), E. cp^i^ M5219 (G-pPLc- 
HFIF-67-8)and E.col^f 
/is) The 



and 12 characterize! 



IFIF/-67-8) 
tost according to claim 11 
tat it is seleated from the 
group consisting>ctf /E . coli M5219 (G-pPLfc-HFIF-67-12A279T) , 
E.coli M52«<(pPLa-*FIF-67-12A218Ml), H.coli M5219 

12AMJ), E.coli K12AHI (pPLa-HFIF-67-12Al9 



A p o ly p eptide fer fra g ments and d e rivativ e; 

thereof (displaying an immunological br biologi£ai*-^5tivity 
of human fibroblast interf ©Von) produc^d^by^the transformed 
host according to any one <r£*<ettimsf 11 to 15. 

* 7 - ^^j^Diypeptiae characterized in that it is 
coded foj>b<a DNA sequence according to any one of claims 1 



18. A polypeptide or fragments and derivatives 
thereof according to c/aim 16 orf 17 and being IFN-p. 

1 q A p ol ypept ide o xf f r a gm e ntc and dorivativeo 
thereof according to /any one of claims 16 to 18 character^ 
in that it is selected from the group consisting of 
polypeptides of the/ formula: /wet-Thr-Asn-Lys-Cys-I^u-Leu- 
Gln-Ile-Ala-Leu-Leyu-Leu-Cys^yte-Ser-Thr-Thr-A^-^u-Ser- 
Met-Ser-Tyr-Asn-Lfeu-Leu-Gl^P«e-Leu-Gln-Arq^€er-Ser-Asn- 
Phe-Gln-Cys-Gln-Eys-Leu-Le^u/Trp-Gln-Leu^Csn-Gly-Arg-Leu- 
Glu-Tyr-Cys-Leu^ys-Asp-Arrf-Met-Asn^Fne-Asp-Ile-Pro-Glu- 
Glu-Ile-Lys-GlnALeu-Gln-GaA-Phe-^B3^-Lys-Glu-Asp-Ala-Ala- 
Leu-Thr-Ile-T^-Glu-Met-Leu-Pto-Asn-Ile-Phe-Ala-Ile-Phe- 

Arg-Gln-Asp-S^r-Ser-Ser-^te-Gly-Trp-Asn-Glu-Thr-Ile-Val- 
Glu-Asn-Leu-Eeu-Ala-£sn^ 

Lys-Thr-Val^eu-G>o^GluyLys-L^ 

Arg-Gly-Lys/-Le^l^et-SerytSer-Leu-His-Leu-Lys-Arg-Tyr-Tyr 

Gly-Arg-Il/fe^eu-His-Tyf-Leu-Lys-Ala-Lys-Glu-Tyr-Ser-His- 
Cys-AJ^^-Thr-U^ 

Tyj^-^Phe-Ile-Asn-Arg-Lfeu-Thr-Gly-Tyr-Leu-Arg-Asn, Met-Ser- 



;ed 
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Tyr-Asn-Leu-Leu-Gly-Phe-Leu-Gln-Arg-Se v r-Ser- 
Cys-Gln-Lys-Leu-Leu-Trp-Gln-Leu-Asn-Gly-Arg- 
Cys-Leu-Lys-Asp-Arg-Met-Asn-Phe-AsD^-Ile-Pro-j 
Lys-Gln-Leu-Gln-Gln-Phe-Gln-Lys-Glu-Asp-Ala 
Ile-Tyr-Glu-Met-Leu-Gln-Asn-lle^Phe-Ala-Ilej 
Asp-Ser-Ser-Ser-Thr-Gly-Trp-Asrf^Glu-Thr-Il 
Leu-Leu-Ala-Asn-Val-Tyr-His-Gln-Ile-Asn-H 
Val-Leu-Glu-Glu-Lys-Leu-GlujLys-Glu-Asp-P 
Ly s - Leu -Met- S er- S er- Leu-Hi s'- Leu-Ly s - Ar g- 



e- 
Thr- 
-Gln- 
lu-Asn- 
-Lys-Thr- 
r-Arg-Gly- 
Tyr-Gly-Arg- 



Ile-Leu-His-Tyr-Leu-Lys-Ala-Lys-Glu-Tyr-aer-His-Cys-Ala- 
Trp-Thr-Ile-Val-Arg-Valy^lu-Ile-Leu-AraAsn-Phe-Tyr-Phe!- 
Ile-Asn-Arg-Leu-Thr-Giy-Tyr-Leu-Arg-Asrn/ and polypeptides 
from whatever source .obtained relatea to any of the 
foregoing polypeptides by mutatioxvT including single or 



15 multiple, base substitutions, de 




inversions, to any of the DNA 
them. 

20 ! /A method for 
molecule characterized 
cloning vehicle a DNA s 
claims 1-5 

:1/1 The m 
ized by .the additi 
vehicle" an 
claim/8, said e 
into/said clo 



, insertions and 
s which code for 

a recombinant DNA 
f introducing into a 
ding to any one of 



the/ express 



by the s 
molecu 

dis 
h 



to claim 20 character- 
oducing into said cloning 
ence according to 
sequence being introduced 
o control and to regulate 
nee. 

ns forming a host characterized 
a host a recombinant DNA 
of claims 6 to 10. 
oducing a polypeptide 
r biological activity of 
characterized by the steps 
te host with a recombinant DNA 
ne of claims 8 to 10; culturing 
haid po ly p eptide. 



-101- 



CANCELLtD 



... ^ 



10 



15 



20 



30 



ft 



35 



V" 



I* 



3 4, Tho method a cco rding Lu clalip 23, UharaCLeT- 

rroup consisting 



ized in that the host/is selected from the 
of strains of E. cold , Pseudomonas , Bacill i 
Bacillus stearothe Aophilus , other bacilli, 



is subtil i 



yeasts 



A 5 fungi, animal or 7 £lant hosts, and human tissue cells 

i / 7 



25. Ji method for producing a polypeptide 




displaying an immunological or biologica 
human fibroblast interferon characteriz 
culturing a/host transformed by a reco 
according /to any one of claims 8 to 10 
said polypeptide. 

26. A process fo 
coding for a polypeptide di 
biological activity of Hul 
characterized by the step 
DNA sequences hybridizes t 
any one of claims 1-5. 

27- The process of cla; 
sequence screened Is selected 
of DNA sequences /from natural 




activity o 
by the steps of 
inant DNA/molecule 
id collecting 



DNA/ sequence 
immunological or 

p of DNA sequences 
which of said 
according to 



ence 



sequences, DNAys'eguences froyf recj 



a o 



(ination 



and DNA sequences which ar 
foregoing y^A sequences. 

JZB . A composition for /treating 



26 wherein said DNA 
e group consisting 
synthetic DNA 
nt DNA molecules 
of any of the 



or treating human cancers 
leasts/one polypepti 
of^the polypeptid 

£9"= ffl finfflpnn>inn **ir + rf>a1 -,- r>g K ■j nn "j r:i l 

infinLtiong a h a raot 



human viruses 
rs characterized by at 
om the group consisting 
o any one of claims 16 to 



i oriood hy nt I mrt nna p e lyp a pfeid g 



*■■" [ ■ r y tn in r* 

A inethod for treating human viruses or 
human p&ncers or tumqrs characterized by the 



treati 

step/of administering to sai 
acceptable maimer an effects 
adcuriliiiy Lu/cluim £0. 




ans in a pharmaceutically 
ount of a composition 
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A meth o d Iuj. Uea Ling Du ulua vixul iiilm ft 

tsinnir rh a raG-tocino d by th e ct a p nf iirtnriTn rtfiring tip aai* & 

phagma as utioally a ooepfeafelc mmiiiiLi mi iff ooti 'w (? 
£ a UUmpULlLiuu uaguudi»s fe a s l a Aa OQ iQ 
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